Test Codes
* Whole Genome Sequencing through Baylor Genetics is now available via
interfaced test codes in Epic*
* Test codes depend on whether order is placed in the inpatient or
outpatient setting
* WGS can be ordered as:
 Standard TAT (3 weeks from sample receipt at Baylor)
 Rapid TAT (5 days from sample receipt at)

WGS (UNC BAYLOR GENETICS WHOLE GENOME SEQUENCING ORDERS)*
0268675 - outpatients
* 0268674 — inpatients

All other Baylor testing (TRF required)
* LAB5910 - Miscellaneous DNA Sendout

*In addition to interfaced orders, a LAB59710 (MDNA) order must be placed for
each family member being tested.
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In the proband’s chart, search by Baylor or WGS and choose the test code that starts with
“UNC Baylor Genetics...”
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Next choose between rapid or standard turnaround time
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Selection of rapid whole genome sequencing below reduces the turnaround time of this assay but incurs an additional cost.

[ Paylor Genetics Whole Genome Sequencing - Rapid

[] paylor Genetics Whole Genome Sequencing - Standard

-

| @ Next Required

Only the option starting with “UNC” on facility list

— allows you to choose between rapid or standard TAT

\_

and has family members included in the proband
order. Orders on database should be avoided.




Once TAT has been selected, a panel of three orders will generate, one for proband and two
for family members

UNC Baylor Genetics Whole Genome Sequencing Orders +" Accept

E Selection of rapid whole genome sequencing below reduces the turnaround time of this assay but incurs an additional cost.

= [ eaylor Genetics Whole Genome Sequencing - Rapid
Baylor Genetics Whole Genome Sequencing - Standard

@ Baylor Genetics Whole Genome Sequencing {Proband)

Lab Collect
| E—V:.‘:- For patients who reside in Mew York State - This patient understands and attests to the statement below: MN/A
Resulting Agency - BAYLOR GENETICS

@ Baylor Genetics Whole Genome Sequencing (Family Member 1)

L | Lab Collect
Relationship to proband: Parent of

E'(‘D Report ACMG Secondary Findings for the family member: No
For patients who reside in Mew York State - This patient understands and attests to the statement below: MN/A
Resulting Agency - BAYLOR GENETICS

@ Baylor Genetics Whole Genome Sequencing (Family Member 2)
Lab Collect |
Relationship to proband: Parent of
E.;Tj. Report ACMG Secondary Findings for the family member: No
For patients who reside in Mew York State - This patient understands and attests to the statement below: MN/A
) Resulting Agency - BAYLOR GENETICS

© Next Reguired " Accept

The order is defaulted to TRIO testing, so family member orders must be removed if ordering
duo or proband only by unchecking the family member order(s) in the ordering screen

UNC Baylor Genetics Whole Genome Sequencing Orders v’ Accept

=

Selection of rapid whole genome sequencing below reduces the turnaround time of this assay but incurs an additional cost.

Baylor Genetics Whole Genome Sequencing - Rapid
@ Baylor Genetics Whole Genome Sequencing (Proband) f \
-eb Colect * This example would represent a

If a possible diagnosis can be made for this patient with new information, issue an updated report. This updated report wi
. gy data Yes proband only order for rapid WGS.
Report biallelic and de novo variants in genes with no known disease association for this patient (For Trio Orders Onlyl: No

1 For patients who reside in New York State - This patient understands and attests to the statement in the process instruction] @ A d uoo rd er wou l_d h ave p ro ba n d
Blood, Resulting Agency - BAYLOR GEMETICS .

. - o _ and one family member selected
[ daylor Genetics Whole Genome Sequencing (Family Member 1) k

[aa]

[ aylor Genetics Whole Genome Sequencing (Family Member 2)




Answer proband order question as appropriate (not all shown)
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UNC Baylor Genetics Whole Genome Sequenang Orders

Selection of rapid whole genome sequencing below reduces the turnaround time of this assay but incurs an additional cost.
[] Baylor Genetics Whole Genome Sequencing - Rapid
Baylor Genetics Whole Genome Sequencing - Standard

Baylor Genetics Whole Genome Sequencing (Proband) " Accept | 3 Cancel

Reference Links: +« Whole Genome Sequencing « Contact Us

Process Instructions: | Mot all commercial insurance plans are in network with Baylor Genetics. To view in network plans:
hitps:ffwww baylorgenetics.com/plans/

For patients who reside in New York State - This patient understands that no genetic test other than those authorized
shall be performed on their biological sample, and the sample will be destroyed at the end of testing or not more than
G0 days after the sample was taken. This patient hereby authorizes the lab fo retain their sampleis) for longer
retention in Initial accordance with the laboratory retention policy for internal laboratory quality assurance studies and
possible research testing.

Status: m Standing | Future

See page 6 for information

Priority: Routine ULl STAT .

on home collection orders
Class: Lak Collect (=L el Clinic Collect
Resulting Agency: BAYLOR GEMNETICS

@ Specimen Type: Blood  Other Saliva Swayis‘;ﬁ¢
L > Il

@ Ship kit to patient for home collection? /
Yes | No

& FPayment information: | Institutional | Insurance | Patient Self Pay f .y .
Not all commercial insurance plans are in

Ship kit t tient for h llection? . . o
@ Sttt patentior Nl T ———— | network with Baylor Genetics. To verify,
es [1]

please visit:
@ |7 testing identifies a qualified variant that might be reclassified through RMA sequencing, h

Yes | No k

ttps://www.baylorgenetics.com/plans/ D

Provide any genes of interest for this patient:



https://www.baylorgenetics.com/plans/

Answer family member order question as appropriate (not all shown)

Baylor Genetics Whole Genome Sequencing (Family Member 1) Il

Feference Links:

Process Instructions

" Accept| | % Cancel

« Whole Genome Sequencing « Contact Us

Mot all commercial insurance plans are in network with Baylor Genetics. To view in network plans:

hitps ffwww baylorgenetics.com/plans/

For patients who reside in Mew York State - This patient understands that no genetic test other than those authorized
shall be performed on their biological sample, and the sample will be destroyed at the end of testing or not more than
60 days after the sample was taken. This patient hereby authorizes the lab to retain their sample(s) for longer

retention in Initial accordance with the laboratory retention policy for internal laborato
possible research testing.

Status Mormal | Standing m

Extracted DNA/Other is not
option on the Epic order for
family members. Choose

J

Expected Date Today | Tomorrow | 1 Week | 2 Weeks | 1

Expires 41912026 1Month | 2 Months =3 Months 5| original DNA sample source if
Priority Routine STAT Cending extracted DNA.
Class: External Lab Collect inic Collect m

Resulting Agency: BAYLOR GENETICS

@ Specimen Type: Blood | Saliva | Swab ¢

@ Ship kit to family member for home collection?

(See page 6 for information

Yes | No

Relationship to proband

@ |5 this family member affected?
Yes | No
@ Family member's first name

@ Family member’s last name

@ Family member's DOB:

on home collection orders

-

Family member demographics must
be filled out completely and
accurately in this panel order for
Baylor to process duo or trio orders

~N

J

If a family member other than a parent will be included on Duo/Trio WGS, ALL orders must be
placed as Miscellaneous DNA Sendout (LAB5910) orders and a completed TRF is required. ®




If home collection is needed:

UNC Baylor Genetics Whole Genome Sequencang Orders

Selection of rapid whole genome sequencing below reduces the turnaround time of this assay but incurs an additional cost.

[] Baylor Genetics Whole Genome Sequencing - Rapid
Baylor Genetics Whole Genome Sequencing - Standard

Baylor Genetics Whole Genome Sequencing (Proband)

Process Instructions:

possible research testing.

Status: m Standing | Future

Priority: Routine STAT
Class: External

Resulting Agency: EAYLOR GEMETICS

Specimen Type:

@ If testing identifies a qualified variant th

Blood  Other | Saliva Tissue

Ship kit to patient for home collection?

Yes ||l
Shipping address:
234 abc st
@ Fayment information: | Institutional surance | Patient Self Fay

might be reclassified through RMNA sequencing

The patient’s address registered in
Epic will auto-fill

Type in a different address if
needed

Recommend to email reftest for
tracking purposes

~

For patients who reside in New York State - This patient understands that no genetic test other than those authorized
shall be performed on their biological sample, and the sample will be destroyed at the end of testing or not maore than
G0 days after the sample was taken. This patient hereby authorizes the lab to retain their sample(s) for longer

retention in Initial accordance with the laboratory retention policy for internal laboratory guality assurance studies and

Lab Collect | Clinic Collect m

' Accept

" Accept | | ¥ Cancel

Order class must be
external!

-

J

Answer “Yes” to ship kit question to
mail a kit to patient

The type of kit corresponds to the
specimen type chosen (swab for
mailing a buccal kit)

~

J




Once the panel order has been completed, navigate to each family member’s chart and

place an MDNA order specifying family member for a Baylor WGS duo/trio order

" Status: Mormal | Standing |0
|; Expected Date: Today Tomorrow 1 Week 2Weeks 1 Month 3 Months 6 Months [] Appro
| Expires: 414/2026 1 Month | 2 Meonths | 3 Months | 4 Months | 6 Months
| Priority: Routine STAT
: Class: Lab Collect Clinic Collect =Eserme- NEVER select External when
Process Instructions: If you are ordering from a UMNC clinic/site and have questions about test utili placing an MDNA order.
T at LabGC@unchealth.unc.edu
1 All Invitae panels/genes can be ordered within Epic and are grouped by functional area. To locate the appropriate test code,
] search "Invitae” in the order search.
) @ Specimen Type: || Blood | Saliva  Bone Mammow | Buccal Swab | Cord Blood | Extracted DMA | Punch/Skin Biopsy @ Tissue | Other | Urine ¢
| Resulting Agency: UNC HEALTH CARE LAE
Referral Laboratory: [ Baylor ]

Genetic Test or Panel Name;
[ WGS Family Member ]

History of Transplant? | Yes | Mo
E History of transfusion within the past month?
Yes || Mo

Active hematologic malignancy? (

Yes | No .
Family member samples cannot be

collected and report cannot be uploaded
Family history related to testing: unless the MDNA order is placed-

\_

Fatient history related to testing:

~

J




General Workflow

* Proband results will auto-verify and will include discrete data and a PDF report
* Family member results will be manually uploaded under MDNA orders

Reminders
* Providers must email Referrallesting@unchealth.unc.edu to request a stored sample
for testing:
* DNA Extract & Hold
* Genetic Testing Hold

* For home collection, order class for interfaced orders must be external, while MDNA
orders for family members should be clinic collect (cannot be external). Providers
recommended to email Referrallesting@unchealth.unc.edu for tracking

* Notall commercial insurance plans are in network with Baylor Genetics. To verify,
please visit: https://www.baylorgenetics.com/plans/

* Alltesting other than WGS (or WGS with non-parent family members) must be
ordered using MDNA (LAB5910) with a completed TRF

* To make any changes to orders after submitting, OR with any questions about the
ordering process, contact LabGC@unchealth.unc.edu or Referral Testing at
ReferralTesting@unchealth.unc.edu
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